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Table S1. Individual cellular transcript assays for mouse RT-qPCR array. Individual RT-qPCR 

assays are available online (www.lifetechnologies.com).  

 

Cellular Transcript Taqman® Assay ID 
 

18S Hs99999901_s1 
Gapdh Mm99999915_g1 
Hprt1 Mm00446968_m1 
Gusb Mm00446953_m1 
Ifna2 Mm00833961_s1 
Ifna4 Mm00833969_s1 
Ifnb1 Mm00439546_s1 
Igng Mm00801778_m1 
Il28b Mm00663660_g1 
Tnf Mm00443259_g1 

Tnfsf10 Mm00437174_m1 
Il1b Mm01336189_m1 
Il6 Mm00446190_m1 

Il10 Mm00439615_g1 
Il17b Mm00444686_m1 
Cxcl1 Mm00433859_m1 

Cxcl10 Mm00445235_m1 
Ccl2 Mm00441242_m1 
Ccl3 Mm00441259_g1 
Ccl4 Mm00443111_m1 
Csf1 Mm00432686_m1 
Csf3 Mm00438335_g1 
Ifit1 Mm00515153_m1 
Ifit3 Mm01704846_s1 
Ifih1 Mm00459183_m1 
Irf7 Mm00516788_m1 

Isg15 Mm01705338_s1 
Oas1b Mm00449297_m1 
Mx1 Mm01217998_m1 

Ddx58 Mm00554529_m1 
Fasl Mm00438864_m1 
Stat1 Mm00439531_m1 

 

 



 

 



Fig S1. Neighbour joining tree of a subsample of Avian A sequences with sub-lineages 

highlighted. 

 



 

  



 

Fig S2. NS1 protein alignment. NS1 protein sequences from selected IAV strains 

were aligned using clustal omega (http://www.ebi.ac.uk/Tools/msa/clustalo/) using 



default parameters. Alignments were processed using Boxshade Server 

(http://www.ch.embnet.org/software/BOX_form.html). 

a – 21RFADQELG28 and 21LLSMRDMC28 conserved within A- and B- alleles, 

respectively (1). 

b – 35-41 nuclear localisation signal (2-4). 

c – R38 essential for RNA binding. K41 plays important role. (5). 

d – S42 is a phosphorylation site (6). 

e – S48 and T49 are phosphorylation sites (7). T49 phosphorylation inhibits IFN-

antagonism (8).  

f – K70 SUMOylation site (9). 

g – Y89 mediates PI3K binding (10, 11). 

h – E96 and E97 mediate TRIM25 binding and inhibition (12). 

i – F103 and M106 required for CPSF30 binding and inhibition (13, 14). 

j – 123-127 involved in PKR binding and inhibition (15). 

k – D125G mutation (GAT > GTT) forms splice acceptor site and NS3 expression (16).  

l – 138-147 nuclear export signal (17). 

m – P164 and P167 involved in PI3K binding (10, 18).  

n – E186 involved in CPSF30 binding and inhibition (19-21). 

o – W187 required for effector domain dimerisation (22). 

p – E196K mutation fails to inhibit IRF3 activation (23). 

q - T197 phosphorylation site (7). 

r - 211GPPLPPKQKRYMARRV226 A2 rabbit polyclonal antiserum epitope. 

s – 212PPLPPK CRKL217 motif binds CRKI/II and CRKL proteins to prevent strong 

activation of JNK-AFT2 pathway (24, 25). 

t – T215 phosphorylation site (25). 



u – 216-229 second nuclear localisation signal (2-4).  

v – K219 and K221 are SUMOylation sites (9, 26). 

w – 223-230 involved in PABPII binding and inhibition (20, 27). 

x – 227ESEV230 motif for PDZ-domain binding and virulence factor (28, 29). 
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